WHAT IS CLAIMED IS: 

1- A DNA construct comprising as onferably linked components 
in the direction. of transcription, a promoter region obtainable 
from a gene selected from the group consisting of a napin gene, an 
EA9 gene or an acyl carrier protein genfe'; a DNA sequence of . 
interest other than the native coding /sequence of said gene; and a 
transcription termination region, wherein said components aire 
functional in a plant cell, and whe/ein said DNA construct is 
flanked by T-DNA. 

2. The DNA construct accojy&ing to Claim 1, wherein said DNA 
sequence of interest encodes an yfenzyme . 

3. The DNA construct acobrding to Claim 1, wherein said DNA 
sequence of interest is an antyisense sequence. 

4. A plant cell having an altered phenotype as a result of 
expression of a DNA. construct according to Claim .1. 

5. The plant, cell according to Claim 4, wherein said DNA 
construct is flanked .by .-,T-tC)NA. 

6. * The plant cell /according to Claim 5 wherein.- said cell is 
one from the group co>nsisting of a soybean cell and a.rapeseed 
cell. ^ 

7. The plant.. c^Il eiC(bo^i^±n]^ to Claim 4 , ..wherein said DNA 
sequence of interest e4icodes-^n enzyme. ; ^ 

8. The^^^p.lant oell according to Claim 4, ^wherein said DNA 
sequence of interest/is an antisense sequence. 

9. A plant comprising cells comprising a DNA construct 
according to any orie of Claims- 1-3. 

10. The ^pla^it according to Claim 9, wherein said plant is 
dicotyledonous . 

11. Seed obtained from a plant according to Claim 10 

12. Seed ynaving a DNA construct according to Claim 1. 

13. The yseed according to Claim 12, wherein said seed is an 
oil seed or a /grain seed. 

14. The seed according to Claim 12, wherein said seed is 
from a dicotyyledonous plant. 

15. Vne seed according to Claim 14, wherein said seed is 
from a plant of the genus Brassica . 
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16. The seed diocordx^/^o /^^Lm 14, wherein said 
dicotyledonous plant is s^lecc^dT^^ the group consisting of 
cotton, soybean, safflcjwer ajnd sunflower. 

17. A method for obtaining a naant having a modified 
phenotype, said method comprising; 

transforming- a host plant eel/ with a DNA construct under 
genomic integration conditions, wherein said construct comprises 
as operably linked components in/ the direction of transcription, a 
promoter region obtainable froraf a gene, wherein transcription of 
said gene is regulated in pladt seed tissue, a DNA sequence of 
interest other than the nati/e coding sequence of said gene, and a 
transcription termination ration, wherein said components are 
' functional in a plant cei: 

whereby said DNA con/struct becomes -integrated, into a genome 
of said plant cell; 

regenerating a plaftit from said, transformed plant cell, and 
.growing said pladt under qpnditiqns whereby said DNA sequence 
of , internes t is expre/sed and a plant having said modified 
=phenotype is obtained. . 

.^.,,-18. A method/ for altering the. phenotype of plant seed tissue 
.as . distinct from Zther plant -tissue,' said method comprising: - - 

growing a plant, wherein said plant comprises cells ■■ ^ 

containing a Dm construct integrated into their genome, said-- DNA ' 
construct comptising, in the 5' to 3 ' direction of transcription, 
a transcripti/bnal initiation region from a gene, wherein 
transcriptio^i of said gene is regulated in a plant seed tissue, a 
DNA sequencTe a£ interest other than the coding sequence native to 
said transcriptional initiation region, and a transcriptional 
termination region, whereby said DNA sequence of interest is 
transcribed, under transcriptional control of said transcriptional 
initiation region and a plant having an altered phenotype is 
obtainfed- 

19. The method according to Claim 17 or 18, wherein said DNA 
construct is flanked by T-DNA. 

20. The metp^ according to Claim 19, wherein said plant is 
a soybean or rapfeseed plant . 
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21. The method according to Claim 17 or 18 wherein said DNA 
sequence of interest encodes an enzyme. 

22. The method according to Claim 17 or 18 wherein said DNA 
sequence of interest is an antisense sequence. 

7 23. The/fnethod according to Claim 17 or 18 wherein said gene 
is transcriiJed during seed embiryogenesis . 

24y^ The method according to Claim 23 wherein said gene is 
transcpn.bed from about day 7 to day 40 postanthesis . 

25. The method according to Claim 17 or 18 wherein said gene 
is transcribed during seed maturation. 

26. The method according to Cla im 25 wherein said gene is 
transcribed from about day 11 to day 3 0 postanthesis. 

27. The method according to Claim 18, wherein said 
transcriptional initiation region further comprises a 
translational initiation region and said DNA 'sequence of interest 
is an open- reading frame encoding an amino. acid sequence . 

Pifying the genotype -of -'ra plant to impart 
•) seed as distinct' from other plant 
; ing : • \ - ^ 

lomic integration- conditions, a host 
:ruct comprising^:in%the 5* to 3 • 
a transcriptiohar initiation region 
:ription of .said- ^ene is regulated in a 
iquence of interest other than the 
aid gene, and a transcriptional 
• said DNA construct becomes integrated 
nt cell; 
rom said transformed host cell; and 
produce seed having a modified 
■ 

29. The method according to Claim 28, wherein said DNA 
construct is flanked by T-DNA. 

30. The method according to Claim 28, wherein said plant is 
a Brassica plant. 

31. The method according to Claim 28, wherein said DNA 
sequence of interest encodes an enzyme. 
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32. The method according to Claim 23, wherein said DNA 
sequence of interest is an antisense sequence. 

33. The methody^ccording to Claim 28, wherein said plant is 
a soybean plant . / 

34. A methodi for modifying transcription in seed tissue as 
distinct from otjier plant tissue, said method comprising: 

growing a/plant capable of developing seed tissue xondef 
conditions to/produce seed, wherein said plant comprises cells 
containing a/ DNA construct integrated into their genome, said DMA 
construct comprising, in the 5* to 3 ' direction of transcription, 
a seed-spefcif ic transcriptional initiation region, a DMA sequence 
of interest other than the coding sequence native to said 
transcriptional initiation region, and a transcriptional 
termination region, wher.eby said DNA sequence of interest is ■ 
transfer ibed under transcriptional control of said seed-specific 
transcription initiation- region. 

35. The method /according ^to Claim 34, wherein -s add DNA 
sequence'of interest- is-, an antisense sequence. 

3 6-:, The method according to Claim 34, wherein said plant is 
of the genus Bjr^sslca,./-r^:^i^' a 

37. The me tho.d according to Claim 34, wherein.. sa:id 
transcriptional initiation region further comprises a : ' - 
translational initiation region and said DNA sequence of interest 
is an open reading frame encoding an amino acid sequence. 

38. The method according to Claim 34, wherein said plant is 
soybean plant . / 

39. A method to seVectively express a heterologous DNA 
secjuence of interest in /seed tissue as distinct from other plant 
tissue, said method comprising: 

growing a plant/capable of developing seed tissue under 
conditions to produce seed, wherein said plant comprises cells 
having a genomica^ly integrated DNA construct comprising, as 
operably linked /fcomponents in the 5' to 3 ' direction of 
transcription, /a seed-specific transcriptional initiation region 
and a translational initiation region, a DNA sequence of interest 
other than yhe coding sequence native to said transcriptional 
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initiation regiouy/k transcriptional termination region downstream 
of said DNA seqij^ce of interest/ whereby said DNA sequence of 
interest is e^ressed under control of said seed-specific 
transcripti^al and translational initiation region. 

40. The method according to Claim i3 9, wherein said plant is 
of the genus Br^ssica. 

41. Th^method according to Claim 39, wherein said plant is 
a soybean ^^^lant . 
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